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Common problemsin the anayses of microbid community by
denaturing gradient gel electrophoress (D GGE)

XING Defeng, REN Narrgi -
(School of Municipa and Environmenta Engineering, Harbin Institute of Technology , Harbin 150090, China)

Abstract :Denaturing gradient gel eectrophoress (DGGE) can describe microbid communities based on partid sequences of

nucleic acid and monitor uncutured bacterium and it' s functiona genes.

It is well-established molecular tools in microbid

molecular ecology that dlows the study of diversty and dynamics of microbid communities Here, commonissuesin the andyses

of microbid community by D GGE were raised, and the feasble resolving methods were introduced in this paper. The effects of

samples pretreatment and PCR amplification on DGGE anadyss were evduated Optimization and statisticd andyss of DGGE

profiles were discussed. Fndly, prospect of DGGE for understanding microbid commurities were reviewed

Keywords : DGGE; Microbid community; Microbid molecular ecology; Profile andyss; Ordnation

Foundationitem: Key Project of Chinese Nationd Programs for Fundamenta Research and Development ( G2000026402) ; Nationa Natura
Science Foundation of China (30470054) ; Nationd Science Foundation for Distinguished Young Scholars (50125823)

" Corresponding author. Tel : 86-451-86282110; Fax : 86-451-86282008 ; E mail : rng @hit. edu. cn , ixdf @yahoo.com. cn

Received : 25 October 2005/Accepted: 5 December 2005/Revised : 13 December 2005



