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Salt and Alkali-responsive Transcriptomics in Halophyte
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Abstract Soil salinization restricts plant development and distribution severely. Researches in salinity—tolerant molecular mechanisms in plant
have been hot spots. This paper gives an overview of salt and alkali—responsive transcriptomic researches in seven species of halophytes ,including
Thellungiella halophila, Puccinellia tenuiflora,Aeluropus littoralis ,Suaeda salsa, Festuca rubra ssp. Litoralis, Salicornia brachiata and Tamarix hispid
which provides a fundamental understanding about halophyte salt and alkali—regulation mechanisms.
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