hEIA S RRE 2008,28(5): 461~465 China Environmental Science

—RinEERNTE. EERLREMRBIMR

VE IR B LR XS (R mR L R AT SR T A SR R IT R TR 210095)

FE: WE R HILMNEEE RS T4 85 3 1 BREGRERE MR, &40 YZIRIE PR S 16S tRNA JF 5156 L4 4 4
E,YZ BERJE TG EAT B B (Achromobacter). MK AN W BE WS 6 AUHL A MM S e B /NEREERMINE. Y Z 1008 7 I DBV 28 il K B LA A B
ity K AR B, B8 58 Z4A 0 S S B 1) A T Y Z B A B0 (ol S TG YA A P DRI T HE T Y Z WA (1 Y 8 DR 2 — T B Ak A1 44 1)
JEE A, BT TP Y Z b P (4 S S S A IR Y I R KR e, U B R AR T i A

KRR WEEANR YZ: WEVRHE: TMFEEEL: 16SIRNA

PESES: X172 SCHRFRIRAD: A XEHS: 1000-6923(2008)05-0461-05

Studies of separation and appraisal of an algae-lysing bacteria and its dissolved algae matter. WANG Hui, LIU
Zhao-pu’, WEI Wei, ZHAO Geng-mao, LIU Xing-guo (Key Laboratory of Marine Biology of Jiangsu Province, Nanjing
Agriculture Unversity, Nanjing 210095,China). China Environmental Science, 2008,28(5): 461~465

Abstract: A bacterium prossessing dissolved ability, which was separated from an eutrophic pond in the tide of Qingdao City
was named as as YZ. Through biophysics, biochemical and the analysis of its 16S rRNA sequence, the strain YZ was appraised
as Achromobacter sp. The strain could effectively dissolve Microcystis aeruginosa, Chlorella and Scenedesmus. The growth of
Microcystis aeruginosa was strongly inhibited by the strain’s leaching liquid ,which was treated by high temperature and protease
K. However, the bacterium body of YZ had no effect on the growth of algae, indicating that the dissolved algae matter produced
by this strain was of extracellular and thermo-stable. The malondialdehyde content of the tested algae significantly increased,
suggesting an enhancement of the ligid peroxidation of the cellular membrane of the algae.
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3.6mg, Na,Si03-9H,0 5.8mg fi i 0.6mg, 45
125 0.6mg, EDTA 0.1mg, Na,CO; 2mg, As ¥
VR 0.1mL, ZZ18/K 99.9mL. As ¥ :H;BO; 286mg,
MnCL-4H,0 181mg, ZnSO4 7H,0 22mg, CuSO, SH,O
7.9mg, Na;MoO,2H,0 3.9mg, 7%if/K 100mL.
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HR[81;16S rRNA J7 4143 #:4% Pitcher VA4 HU 41 &
(135 A1 4 5 DNA; LAY DNA S #54R,R HH i
51 % (IE 7] 27F: 5 ~GAGAGTTTGATCCT
GGCTCAG-3',/% [f] 1495R: 5-CTACGGCTACCT
TGTTACGA-3')H4T 16S rRNA KR4 2 v
A 96°C AL PE Smin; 95 CAF I 30s; 52°Ci K

1min 30s;72°C ZE{# 1min 30s;30 MEER, ZE{H 10min.

PCR ¥4 kaaift )5, H#H Taq DyeDeoxy
Terminator cycle Sequencing Kit Wl . Hi vk A %%
P EH Applied T3iosystems DNA Sequences
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150r/min. A 2 (90 € 2 SR [9].
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1.2.5 W BEMDA)FEMNE W _EMDA)
R T W R AE R A A e R A A i R
b B AR i 5 AR B L2 FR (TBA) YR 5, fiff 1%
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532,600nm AL FREIISAR, TH5E H MDA we !,
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v 7 TR0 1 4 SR K AN R 55 1 40 BT 8 43
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SO € K G N & (Achromobacter sp.).

2.1.2 16S rRNA 351 5 #r e oo + %
PCR 4 4= 9 KJ8 ok 1.5kb, T rf ik i L ]
8.3K1311 16S RNA JEH ¥4I L. #F GenBank i1
WE3R15 % 5% 54 EF617310.] BLAST F&)¥#
RRIMYZ kS 2RISR 16S rRNA
DR B B AL S50 7E 99.8% LA B[R b &5
AR AR, S 8 YZ AR R T J0 (T 1 s, iy 44
A Achromobacter sp. YZ.
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Fig.1

YZ PCR #3474y Bk [&1 1
The amplification of YZ 16S rDNA
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Fig.2 Growth curve of YZ
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Fig.3 Lytic effects of YZ on three kinds of algae
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Fig.4 Photos of algae cells under microscope( X 1000)
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Fig.5 Effects of protein K on Microcystis aeruginosa
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