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Application of PCR - DGGE in microbial ecology
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Abstract: As a modem molecular technology, PCR ~ DGGE is a powerful tool for the analysis of microbial communities, which can be used to
study the diversity and dynamics of microbial communities. The principle and the application of PCR ~ DGGE in microbial ecology is briefly in-

troduced, while the mitations of this technique are evaluated in this paper.
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