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Abstract: Halophilic A rchaea AJ6w as ilated and purified from the A Itun M ountain N ational N ature Reserve of
Xinjiang U ygur A utonomousRegion Strain A J6 is Gram-negative rods, afewv are globular, with the size of single
cellof 0 2- Q6mnby1l6- 42um Theoptimun salt concentration for its grow th is 20% NaCl and Q 6%
M g*, and theoptimum pH is6 0- 7 Q Based on itsmorphology and physiological and biochem ical features, 16S
rRNA encoding gene (16S IDNA) from AJ6 was anplified by PCR, and their nucleotide sequences w ere
detemined “ Clustalw” and“ PHYL IP” <ftware bags were used to analyze 16S DNA sequence, and the
homology w as compared and phylogenetic analysisw as exerted, at the same time, phylogenetic tree of halophilic
archaeaw as established Itw as considered that strain A J6 isanovel Peciesof the genusN atrinena, and the name
N atrinema altuensis isproposed The GenBank accession numbersof the 16S DNA sequences about strain AJ6 is
A Y 277584
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Tablel 16S DNA sequences used for comparison and phylogenetic analysis
Scientific name Strain A ccession num ber Reference
H alobacterium salinarum DSV 3754 A J496185 U npublished
H alococcus morrhuae NRC16008 D 11106 4
saccharoly ticus A TCC49257 AB 004876 5
N atrialba chahannaoensis C112 A J004806 U npublished
hulunbeirensis A S1 1986 A F262026 6
magadii N QM B 2190 X 72495 7
N atrinema pallidum NCMB 784 A J002948 8
pellirubrum NCMB 786 A J002947 8
versif ome JOM 10478 AB 023426 9
N atronobacterium gregoryi NCM B 2189 D 87970 10
N atronococcus amy lolyticus A h-36 D 43628 11
occultus NQV B 2192 728378 12
N atronamnonas pharaonis JCM 8858 D 87971 10
N atronorubrum bangense A 33 Y 14028 13
tibetense GA 33 AB 005656 13
223 M g* AJ6 Mg”
N aCl : AJ6 NaCl Q 6% 2 4% ,
12 5% 17 5% , M g* Q 9% -
N aCl 5% 30% , pH ‘pH 60 70 A J6
N aCl 15%, AJ6 ., PH 5 10
2.
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Fig 2 Grow th curvesof strain AJ6 (NaCl, M g*, pH)
23 AJ6  16SrDNA PCR Clustalw ,
PHYL IP ,  DNAD IST
AJ6 DNA , , 2
1 5kb , 3. 16S IDNA
,AJ6 16S DNA 25
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Segboot Consense , 1 000 . 16S rRNA 97 47%, 96 44%
, AJ6 N mm. pallidum N nm. 98 12% .
pellirubrum N nm. versif orme ,
2 16S DNA
Table 2 Smilarity of 16SIDNA sequence of halophilic archaea strains
No. and % Similarities of 16S IDNA seguence
abbreviation 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

1N ah hulunbeirensis 98 37 97 27 98 59 95 73 93 80 93 07 95 07 94 58 93 22 92 55 93 46 88 33 88 52 89 03 88 74
2N ah chahannaoensis 96 65 94 85 96 00 93 46 92 80 94 66 94 30 92 67 92 42 93 39 88 47 88 25 89 24 88 87
3N ab magadii 93 36 94 64 91 96 91 22 93 29 92 70 91 93 91 19 92 02 87 58 87. 70 88 89 88 94
4N rr. bangense 96 07 93 53 93 00 94 87 94 51 92 33 91 73 92 37 82 01 88 32 88 54 88 40
5N rr. tibetense 93 60 92 87 94 80 94 30 93 28 92 42 92 98 89 21 88 99 89 31 89 49
6N mm. pallidum 97 74 97 47 96 80 91 79 96 50 91 55 87 25 87 02 87 36 86 89
7N nm. pellirubrum 96 44 96 38 90 64 90 23 90 39 86 09 86 01 86 46 86 14
8AJ6 98 12 92 47 91 67 92 50 87. 99 87 84 88 89 87 99
9N mm. versif orme 90 71 90 16 91 21 86 43 86 35 88 19 86 83
10N cc amyloluticus 95 77 95 23 88 87 88 99 88 75 89 35
11N cc occultus 92 91 86 70 87 36 88 68 88 33
12N bt gregoryi 88 87 90 01 88 61 88 74
13 H cc morrhuae 94 43 88 13 88 94
14 H cc saccharolyticus 88 19 88 66
15 Hbt salinarum 87 71

16 Nmn pharaonis

Similarities > 95% are underline
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93% 95%,
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Fig 3 A garose gel electrophoresisof PCR
productsof strain AJ6 16S DNA
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