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Abstract: 18 strains of COD degrading bacteria have been separated and screened from high altitude salt lake sam-

ples in Xinjiang Province by using organic chemical wastewater medium for treating wastewater , after mixed with 8

strains of bacteria which have high COD degrading rates. Compared to other ordinary activated sludge,the mixed

strains show higher COD removing rate (86.3% ). Being identified preliminarily by 16S rDNA analysis, it shows

that these 8 strains of bacteria belong to the varieties, including Bacteroidetes, Firmicutes and Proteobacteria. The

mixed bacterial floras are used in bio-aeration pool tests. The COD removing rate could reach 82.5% ,by adding 0.75

g/L. of urea as nitrogen sources. The COD degrading rate could be improved to 92.2% ,by adding 0.5 g/L of tuna

peptone.
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