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NAME 
 
Ruan, Yijun 

POSITION TITLE 
Sr. Group Leader, Genome Technology & Biology Group 
Associate Director, Genome Technology 
Genome Institute of Singapore 

EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 

INSTITUTION AND LOCATION 
DEGREE 

(if applicable) 
YEAR(s) FIELD OF STUDY 

Huazhong Agricultural University, China BS 1982 Microbiology 

Huazhong Agricultural University, China MS 1985 Microbiology 

University of Maryland, College Park, USA PhD 1994 Molecular biology 

Monsanto Company, St Louis, MO, USA PostDoc 1995 Genomics 
 
 

A. Research Statement 
My primary interest is to elucidate the structures and dynamics of all functional DNA elements in complex 
genomes through transcriptome characterizations and genome interrogation. To facilitate such 
understanding we have developed Paired-End-diTag (PET) based high throughput and high precision DNA 
sequencing and mapping methodologies. We are applying these sequencing-based measurements to 
address complex biological questions such as how cancer cells progress and how stem cells maintain their 
unique properties. 
 

B. Positions and Honors.  
2003 –  Associate Director, Genome Technology, Genome Institute of Singapore, Singapore 

2002 –  Sr. Group Leader, Genome Technology and Biology, Genome Institute of Singapore,  

1999 – 2002 Director, Core Genomics and Applications, Large Scale Biology Corporation, Vacaville, 
California 

1996 –1999   Senior Scientist, Plant Genomics Program, Monsanto Company, St. Louis, USA 

1995-1996 Scientist, Gene expression and disease control programs, Monsanto Company, St. Louis, 
USA 

1998-2001 Rockefeller Foundation Fellowship in Biotechnology 

2006     National Science Award 2006, Singapore  
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Interactome in Pluripotent Cells. Nature Genetics 43: 630–638 (June 19, 2011) 

2. Axel M. Hillmer, Yao Fei1, Koichiro Inaki, Wah Heng Lee, Pramila N. Ariyaratne, Audrey S.M. Teo, Xing Yi 
Woo, Zhenshui Zhang, Zhao Hao, Leena Ukil, Jieqi P. Chen, Zhu Feng, Jimmy B.Y. So, Manuel Salto-Tellez, 
Wan Ting Poh, Kelson F.B. Zawack, Hui Ping J. Lim, Yee Yen Sia, Chee Seng Chan, See Ting Leong, Say 
Chuan Neo, Poh Sum D. Choi, Hervé Thoreau, Patrick B.O. Tan, Atif Shahab, Xiaoan Ruan, Jonas Bergh, 
Per Hall, Valère Cacheux-Rataboul, Chia-Lin Wei, Khay Guan Yeoh, Wing-Kin Sung, Guillaume Bourque, 
Edison T. Liu, Yijun Ruan* (2011) Comprehensive Long Span Paired-End-Tag Mapping Reveals 



Principal Investigator/Program Director (Last, First, Middle): Ruan Yijun, Ph.D. 

PHS 398/2590 (Rev. 06/09) Page  3    Continuation Format Page 

Characteristic Patterns of Structural Variations in Epithelial Cancer Genomes. Genome Research 21 (5): 
665-675 (May 01, 2011) 
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