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Sr. Group Leader, Genome Technology & Biology Group
Ruan, Yijun Associate Director, Genome Technology

Genome Institute of Singapore

EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)

INSTITUTION AND LOCATION (ifgﬁgigse) YEAR(s) FIELD OF STUDY
Huazhong Agricultural University, China BS 1982 Microbiology
Huazhong Agricultural University, China MS 1985 Microbiology
University of Maryland, College Park, USA PhD 1994 Molecular biology
Monsanto Company, St Louis, MO, USA PostDoc 1995 Genomics

A. Research Statement
My primary interest is to elucidate the structures and dynamics of all functional DNA elements in complex
genomes through transcriptome characterizations and genome interrogation. To facilitate such
understanding we have developed Paired-End-diTag (PET) based high throughput and high precision DNA
sequencing and mapping methodologies. We are applying these sequencing-based measurements to
address complex biological questions such as how cancer cells progress and how stem cells maintain their
unique properties.

B. Positions and Honors.

2003 — Associate Director, Genome Technology, Genome Institute of Singapore, Singapore

2002 - Sr. Group Leader, Genome Technology and Biology, Genome Institute of Singapore,

1999 — 2002 Director, Core Genomics and Applications, Large Scale Biology Corporation, Vacaville,
California

1996 —1999 Senior Scientist, Plant Genomics Program, Monsanto Company, St. Louis, USA

1995-1996 S(éientist, Gene expression and disease control programs, Monsanto Company, St. Louis,
USA

1998-2001 Rockefeller Foundation Fellowship in Biotechnology

2006 National Science Award 2006, Singapore
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